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Accumulation of unfolded protein in the endoplasmic reticulum (ER) activates
the unfolded protein response (UPR) pathway to enhance protein folding efficiency in
this organelle. The pathway directly causes transcriptional activation of UPR
responsive genes. An unconventional splicing of HACI mRNA mediated by Irelp is a
landmark of the UPR pathway. This study aims to identify a novel RNA that served as
a substrate for this splicing in mammalian cells.

RNA interacted with hirelop was isolated by co-immunoprecipitation. The
RNA was reverse transcribed to complementary DNA and displayed by random PCR.
From 52 pairs of primers screening, one PCR fragment was identified as the product
from RNA co-precipitated with hlrelap containing cytoplasmic domain. Nucleotide
sequence analysis of this fragment reveals that it is identical to the hypothetical gene
product FLJ23251. Preliminary characterization of this gene by northern blot analysis
in several cell lines has been unable to detect its expression either in stress or non-
stress condition. Therefore, the significance of this mRNA in mammalian UPR

remains to be uncovered.
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