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Aphids in northern Thailand were investigated for their biodiversity, biological,
and molecular biological information. For taxonomic study, 56 isolates were identified
and classified into seven subfamilies, namely, Anoeciinae, Pemphiginae, Lachninae,
Hormaphidinae, Drepanosiphinae, Greenideinae, and Aphidinae. Among 56 species
collected, 13 have not previously been reported in Thailand and Ceratovacuna
doipuiensis is a new species. Taxonomic keys to 56 species was also presented.

Nine aphid species, representing key economic pests, were selected for biological
study. The developmental stages, including nymphal and adult period, life span, and
fecundity rate, were examined under laboratory conditions of 27 * 3°C and 78 + 3%
RH by feeding each individual on specific host plants. Lipaphis erysimi showed the
longest life span of 26.19 days. The number of offspring produced by each individual
varied considerably. Aphis gossypii produced the maximum number of 82.4 offspring
per generation.

Molecular biology was studied in order to examine the interspecific and
intraspecific relationship among 11 species of aphids. RAPD-PCR technique was
conducted using primer OPA 04, 07, 13, 18, 20. RAPD profile of each aphid exhibited
different sizes of DNA-fingerprinting ranging from 150-1600 bp. DNA fragment sizes
shown with all primers were analyzed for phylogenetic trees. Intraspecific relationship
was observed between Aphis glycines and Aphis gossypii, Rhopalosiphum maidis and
Rhopalosiphum padi, and Myzus persicae and Myzus varians with similarity indices
0f 0.53, 0.54, and 0.42, respectively. Moreover, interspecific relationship among Aphis
spp., Rhopalosiphum spp., Myzus spp., Brevicoryne brassicae, and Lipaphis erysimi

was also noticed although with very low similarity index.




Fac.of Grad. Studies, Mahidol Univ. Thesis/ v

4037156 SCEB/M  : @131 : $2un; Us. a. (3219In01)

N30 ATV msﬁﬂymm’u’maumu‘immauwgsdau‘lummnﬁmmﬂszmﬂ'l'nu
(TAXONOMIC STUDY OF APHIDS (HOMOPTERA: APHIDIDAE) IN
NORTHERN THAILAND). Aizn3sunsniuauinniinug : qd gudus, PhD., nqd
T59und, Ph.D., quAis 393 nywd, Dr. rer. nat., uaz Annsel SAUBISY, Ph.D. 325
w1, ISBN 974-04-2093-1.

Mt uwassoummamiloveaszmaing f‘ﬁﬂqﬂszmﬁsﬁaﬁny1mmnmmmw

vosrila YoyannFrinn aneasudeyanivegydiing namsdsIamagsey taztin
Anymdueynsuisi awmafiuietumaosenld 56 wilauazautenguld 7
subfamilies #®  Anoeciinae, Pemphiginae, Lachninae, = Hormaphidinae,
Drepanosiphinae, Greenideinae, and Aphidinae Saluswau 56 wiatiwuniu 13 siiali
il Bludsemalng uasludmonil Ceratovacuna doipuiensis Saidlusiialnid
Tinefimsfunundeon  lunsdnunafaiiseldinmieuuameiivoriaveandusous

56 ¥1AA1Y

-

b 4
- J = é Qr [ o
mifinymd I inveoandoeou 9 wia  FuuwuadazRenlinnudigme

b d ¥
iwsugi Tasmsfoandvesundazsiiauuitsems Tudealfinnisntigungil 2743 eem
3 v @ o ’d & A 1 v W y ’ u‘l’ 3
alee uazANuFUTIMS 78+3 nlesidud NefnuuNeuNRIMsvoUNTLBaURIA
LY o d o ] o 1Y ] o ¢ -]
szusdvouIBWAANTY ¥2953R AasAdUSATIMIUNIVeRLT RamsAnuaas IRy
' . . ‘ . .A1 aa 4 d' A LY d’u ’ @ do
1 Lipaphis erysimi 31%23%3afo1uuigane 26.19 3u uennniisnsimsuniveewugo
1 [ ‘g Vo o d’ v 3 e A @ ’ @ o > -
uananiuIusgfiusiaveuntueou Ins Aphis gossypii NEATIMIUNIVWNUTFINTAAD
annsoesngnlane 82.4 @lu 1 $2§%
ﬁ ﬁ' o o ﬂ:’ ] =Y Yy d & v o dy
MSANY A INEYFIINYIWBUNAEEU 11 wila uaadlirudnuduiusveunay
J $ [Y) 1 o a Ty -3 Y J )
gounegluanaeriuniednsagady  ninmsvlSunafiueveundsseunuugy  Tay
oinfisungnlaindelsa (RAPD-PCR) uaz 14 primer OPA 04, 07, 13, 18, 20 wuh
a dad Y ' 3 o 3 1Y
uuumsiuiaduevsamdsseuudazyiialinnuuandaiuresviia luenavedidue
1] 5 ] & . t y J I
Tugaedand 150-1600 wa Fe9nnsAnya phylogenetic trees Wuiundssoufegluana
@dusziinnulnd¥aduinnnd na1fe Aphis glycines war Aphis gossypii, N30
Rhopalosiphum maidis oz Rhopalosiphum padi w3 Myzus persicae waz Myzus
Y 7Y o w : Y 1 I 1
varians viimasiinnulndia 0.53, 0.54, uaz 0.42 awday luvashimwdusouiiogi
oanaf ¥y Aphis spp., Rhopalosiphum spp., Myzus spp., Brevicoryne brassicae, taz

Lipaphis erysimi wiimasiinnulndFadun






