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ABSTRACT

Leprosy is a chronic infectious disease caused by
Mycobacterium leprae (M. leprae). Host factors seem to play an
important role in determining the immune response. In order to
investigate the role of immunogenetic factors in determining the
form of leprosy, alleles of the HLA class I DRB1, DRB3, DRBS,
DQAI, DQBl and DPB1 were determined using a Polymerase
Chain Reaction-Sequence Specific Oligonucleotide (PCR-SSO)
typing technique in 99 Central Thai patients and compared to 140
healthy, ethnically and geographically-matched controls. The
leprosy group consisted of 16  tuberculoid leprosy (TT), 8
boderline tuberculoid (BT), 50 lepromatous (LL), and 25 boderline
lepromatous (BL) patients. HLA-DRB1*1501 was found to be
increased significantly in leprosy patients as compared to the

controls. Haplotypes with DRB1*1501 were almost always found to -



have DRB5*0101. Furthermore, we found DRB1*0901 was
significantly increased in LL and LL+BL patients, and the
heterozygous combination of DRB1*0901 and DRB1*1501 was
also significantly increased in leprosy patients, as compared to
normal controls. DQA1*0102 was found significantly increased in
TT, TT+BT and LL+BL patients. DQB1*0601 was found
significantly increased in LL and LL+BL patients and DQB1*0605
was found significantly increased in BT patients. DPB1*0201 was
found significantly increased in BT and TT+BT. On the other hand,
DRB1*0701 was significantly decreased in TT+BT and LL+BL
patients, and DRB1*1202 was found significantly decreased in
LL+BL patients. DQA1*0601 was found significantly decreased in
LL and LL+BL, and DQB1*0301 was found significantly decreased
in TT, TT+BT-!and LL+BL patients, when compared to normal
controls. DPB1*0402 was also found significantly decreased in LL
and LL+BL patients as compared to normal controls. These HLA
alleles might play a role in the immune response that determines the
form of leprosy that develops iq each patients, and could be
beneficial in furthering our understanding of the immunogenetics

basis of the pathology and perhaps other mycobacterial diseases.
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