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ABSTRACT

Hepatocellular carcinoma (HCC) is the most common tumour in Thailand. It has
a high rate of relapse and mortality rate since the molecular mechanisms underlying
this cancer have been poorly understood. The important signalling pathway that has
been implicated in HCC development is the Ras/sMAPK pathway. Recently, Sprouty
(SPRY) proteins have been found to be the potential modulators for numerous growth
factors by modulating the signal from the receptor tyrosine kinase (RTK) via the
Ras/MAPK pathway. In our previous study, we investigated the expression level of
SPRY2 and SPRY4 in HCC and found a significant down-regulation of both genes in
this cancer. Thus, in this study, we will further determine the mRNA expression of the
other genes in this family, SPRY1 and SPRY3. We analysed the expression level of
SPRY1 and SPRY3 in 31 paired HCC and corresponding non-tumourous liver tissue
using real-time RT-PCR. We observed the significant up-regulation of SPRY1 (20 of
31 cases; 65%) in HCC tissue relative to corresponding non-tumourous liver tissue
(p<0.05) yet the difference in expression between the HCC and non-tumourous liver
tissue of SPRY3 could not be detected. Interestingly, the association between
expression of all SPRYs and clinicopathological prognostic factors showed that the
expression of SPRY2 was significantly decreased (p<0.05) in HCC with the presence
of angiolymphatic invasion. Moreover, the cases with SPRY1 up-regulation in
conjunction with SPRY2 and SPRY4 down-regulation were significantly associated
with a large tumour size. These results showed the potential prognostic value of SPRYs
expression in patients with HCC.
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