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ABSTRACT

The TT virus was identified recently in Japanese patients with post-transfusion non-A-E hepatitis
and has been implicated as a cause of acute and chronic liver diseases of unknown etiology in some
patients. The objectives of this research were: 1) to study the prevalence of TT virus infection among
blood donors, pregnant women, thalassemic patients, and intravenous drug users; 2) to determine the
virus genotypes by restriction fragment length polymorphism and by direct sequencing; and 3) to
compare the TTV genotypes determined by these two methods.

A total of 180 blood samples were obtained from Thai blood donors, pregnant women, thalessemic
patients, and intravenous dug users. TT virus DNA was investigated by semi-nested polymerase chain
reaction assay for amplification of a 286-base pair and a 271-base pair fragment from the N22 region of
the open reading frame 1 gene. The amplified products were further genotyped by two different
methods: by restriction fragment length polymorphism using four restriction enzymes (Ndel, Pstl,
Nlialll and Msel) and by direct sequencing with phylogenetic analysis using 19 TT virus genotypes
from the GenBank database as reference strains. In the semi-nested polymerase chain reaction results,
two of 30 healthy donors (7%) and four of 30 (13%) hepatitis B positive but asymptomatic donors had
the TT virus. There was a 3% prevalence of the virus among both groups of pregnant women — healthy
and hepatitis B positive but asymptomatic women. TT virus DNA was found in two of the ten
thalassemic patients who had received multiple transfusions, but in only 1 of the 20 who had not
received transfusions. Among intravenous drug users infected with HIV and hepatitis C, the prevalence
of TT virus DNA was 50% (15 of 30).

Significant higher prevalence of infection was found among HIV and hepatitis C infected
intravenous drug users. Our findings give evidence that parenteral transmission of the TT virus has
occurred in the Thai population. By direct sequencing, the virus was found to be of genotypes 1
(n=2/10), 2 (n=2/10), and 3 (n=1/10), but half were untypable (n=5/10). By restriction fragment length
polymorphism it was difficult to distinguish the genotype and the results did not agree with those of
direct sequencing. Using samples collected from intravenous drug users during 1996-2000, the
genotypes could be determined by both methods, but this could not be done with currently collected

specimens suggested genetic diversity.

KEY WORDS: TTV / PREVALENCE / TRANSMISSION / GENOTYPE
84 pp. ISBN 974-04-4938-7






